PROVIDER POLICIES &
PROCEDURES
________________________________________________________________________

GENETIC CANCER SUSCEPTIBILITY PANELS USING NEXT GENERATION SEQUENCING
The purpose of this document is to assist providers enrolled in the Connecticut Medical Assistance
Program (CMAP) with the information needed to support a medical necessity determination for genetic
cancer susceptibility panels using next generation sequencing (NGS). By clarifying the information
needed for prior authorization of services, HUSKY Health hopes to facilitate timely review of requests so
that individuals obtain the medically necessary care they need as quickly as possible.
Genetic testing for cancer susceptibility may be performed using a focused method of testing for wellcharacterized mutations based on a clinical suspicion of which gene(s) may be the cause of a familial
cancer. Panel testing involves testing for multiple mutations in multiple genes at the same time. Next
generation sequencing refers to one of several methods that use parallel platforms to allow the
sequencing of large stretches of DNA.
Cancer susceptibility mutation panels may test for multiple mutations associated with a specific type of
cancer or may include mutations associated with a wide variety of cancers. The mutations tested for in
these panels are associated with varying degrees of risk of developing cancer and only some of the
mutations included on such panels are associated with a high risk of developing a well-defined cancer
syndrome for which there are established clinical management guidelines.
Although it may be possible to evaluate the clinical value of sequencing of individual genes found on
these panels, the clinical validity of NGS for cancer susceptibility panels, which include mutations
associated with an unknown or variable cancer risk, remains unclear.
While there are guidelines for syndromes with a high degree of penetrance in terms of clinical decision
making, the recommendations for clinical decision making for the inherited conditions associated with
low-to-moderate penetrance are not standardized. The clinical utility of genetic testing for these
mutations is unclear and could potentially be detrimental due to increased, sometimes unnecessary
testing, and anxiety and emotional distress. In addition, high rates of variants of uncertain significance
have been reported with the use of these panels.
CLINICAL GUIDELINE
Coverage guidelines for genetic cancer susceptibility panels using NGS are made in accordance with the
DSS definition of Medical Necessity. The following criteria are guidelines only. Coverage determinations
are based on an individual assessment of the member and their unique clinical needs. If the guidelines
conflict with the definition of Medical Necessity, the definition of Medical Necessity shall prevail. The
guidelines are as follows:
Genetic cancer susceptibility panels using NGS are typically considered investigational based on a lack
of evidence supporting the clinical validity and clinical utility of these tests and therefore are typically
considered to be not medically necessary.
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NOTE: Although genetic cancer susceptibility panels using NGS are typically considered investigational,
there may be individual components of a panel that are medically necessary.
NOTE: EPSDT Special Provision
Early and Periodic Screening, Diagnosis, and Treatment (EPSDT) is a federal Medicaid requirement that
requires the Connecticut Medical Assistance Program (CMAP) to cover services, products, or procedures
for Medicaid enrollees under 21 years of age where the service or good is medically necessary health
care to correct or ameliorate a defect, physical or mental illness, or a condition identified through a
screening examination. The applicable definition of medical necessity is set forth in Conn. Gen. Stat.
Section 17b-259b (2011) [ref. CMAP Provider Bulletin PB 2011-36].
PROCEDURE
Prior authorization of genetic testing is required. Requests for coverage of genetic cancer susceptibility
testing using NGS will be reviewed in accordance with procedures in place for reviewing requests for
genetic testing. Coverage determinations will be based upon a review of requested and/or submitted
case-specific information.
The following information is needed to review requests for cancer susceptibility panels using
NGS:
1. Fully completed State of Connecticut, Department of Social Services Outpatient Prior
Authorization Request form;
2. Clinical information including but not limited to: a plan of care from the ordering physician, the
diagnosis the physician is looking to confirm or rule out, pertinent personal and family history and
a detailed explanation of how the results of testing will impact the plan of care; and
3. Other information as requested by CHNCT.
EFFECTIVE DATE
This Policy is effective for prior authorization requests for genetic cancer susceptibility testing using NGS
for individuals covered under the HUSKY Health Program on or after August 1, 2017.
LIMITATIONS
Not Applicable
CODES:
The following codes are commonly used by providers, either alone or in combination, when submitting
PA requests for cancer susceptibility panels using NGS. Inclusion or exclusion of a procedure code does
not constitute or imply coverage. A complete listing of molecular pathology and molecular diagnostic
procedures requiring prior authorization may be found on the “Lab Fee Schedule” located on the DSS
Connecticut Medical Assistance (CMAP) website www.ctdssmap.com, under “Provider Fee Schedule
Download”.
Code
81162
81201
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Description
BRCA1, BRCA2 (breast cancer 1 and 2) (e.g., hereditary breast and ovarian cancer) gene
analysis; full sequence analysis and full duplication/deletion analysis
APC (adenomatous polyposis coli) (e.g., familial adenomatosis polyposis [FAP], attenuated FAP)
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81203
81211

81212
81292
81294
81295
81297
81298
81300
81302
81317
81321
81323
81401
81402
81403
81404
81405
81406
81407
81408
81432

81433
81435
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gene analysis; full gene sequence
APC (adenomatous polyposis coli) (e.g., familial adenomatosis polyposis [FAP], attenuated FAP)
gene analysis; duplication/deletion variants
BRCA1, BRCA2 (breast cancer 1 and 2) (e.g., hereditary breast and ovarian cancer) gene
analysis; full sequence analysis and common duplication/deletion variants in BRCA1 (i.e., exon 13
del 3.835kb, exon 13 dup 6kb, exon 14-20 del 26kb, exon 22 del 510bp, exon 8-9 del 7.1kb)
BRCA1, BRCA2 (breast cancer 1 and 2) (e.g., hereditary breast and ovarian cancer) gene
analysis; 185delAG, 5385insC, 6174delT variants
MLH1 (mutL homolog 1, colon cancer, nonpolyposis type 2) (e.g., hereditary non-polyposis
colorectal cancer, Lynch syndrome) gene analysis; full sequence analysis
MLH1 (mutL homolog 1, colon cancer, nonpolyposis type 2) (e.g., hereditary non-polyposis
colorectal cancer, Lynch syndrome) gene analysis; duplication/deletion variants
MSH2 (mutS homolog 2, colon cancer, nonpolyposis type 1) (e.g., hereditary non-polyposis
colorectal cancer, Lynch syndrome) gene analysis; full sequence analysis
MSH2 (mutS homolog 2, colon cancer, nonpolyposis type 1) (e.g., hereditary non-polyposis
colorectal cancer, Lynch syndrome) gene analysis; duplication/deletion variants
MSH6 (mutS homolog 6 [E. coli]) (e.g., hereditary non-polyposis colorectal cancer, Lynch
syndrome) gene analysis; full sequence analysis
MSH6 (mutS homolog 6 [E. coli]) (e.g., hereditary non-polyposis colorectal cancer, Lynch
syndrome) gene analysis; duplication/deletion variants
MECP2 (methyl CpG binding protein 2) (e.g., Rett syndrome) gene analysis; full sequence
analysis
PMS2 (postmeiotic segregation increased 2 [S. cerevisiae]) (e.g., hereditary non-polyposis
colorectal cancer, Lynch syndrome) gene analysis; full sequence analysis
PTEN (phosphatase and tensin homolog) (e.g., Cowden syndrome, PTEN hamartoma tumor
syndrome) gene analysis; full sequence analysis
PTEN (phosphatase and tensin homolog) (e.g., Cowden syndrome, PTEN hamartoma tumor
syndrome) gene analysis; duplication/deletion variant
Molecular pathology procedure level 2
Molecular pathology procedure level 3
Molecular pathology procedure level 4
Molecular pathology procedure level 5
Molecular pathology procedure level 6
Molecular pathology procedure level 7
Molecular pathology procedure level 8
Molecular pathology procedure level 9

Hereditary breast cancer-related disorders (e.g., hereditary breast cancer, hereditary ovarian
cancer, hereditary endometrial cancer); genomic sequence analysis panel, must include
sequencing of at least 14 genes, including ATM, BRCA1, BRCA2, BRIP1, CDH1, MLH1, MSH2,
MSH6, NBN, PALB2, PTEN, RAD51C, STK11, and TP53
Hereditary breast cancer-related disorders (e.g., hereditary breast cancer, hereditary ovarian
cancer, hereditary endometrial cancer); duplication/deletion analysis panel, must include
analyses for BRCA1, BRCA2, MLH1, MSH2, and STK11
Hereditary colon cancer disorders (e.g., Lynch syndrome, PTEN hamartoma syndrome, Cowden
syndrome, familial adenomatosis polyposis); genomic sequence analysis panel, must include
sequencing of at least 10 genes, including APC, BMPR1A, CDH1, MLH1, MSH2, MSH6,
MUTYH, PTEN, SMAD4, and STK11
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81436
81437

81438
81445

81450

81455

81479

Hereditary colon cancer disorders (e.g., Lynch syndrome, PTEN hamartoma syndrome, Cowden
syndrome, familial adenomatosis polyposis); duplication/deletion analysis panel, must include
analysis of at least 5 genes, including MLH1, MSH2, EPCAM, SMAD4, and STK11
Hereditary neuroendocrine tumor disorders (e.g., medullary thyroid carcinoma, parathyroid
carcinoma, malignant pheochromocytoma or paraganglioma); genomic sequence analysis
panel, must include sequencing of at least 6 genes, including MAX, SDHB, SDHC, SDHD,
TMEM127, and VHL
Hereditary neuroendocrine tumor disorders (e.g., medullary thyroid carcinoma, parathyroid
carcinoma, malignant pheochromocytoma or paraganglioma); duplication/deletion analysis
panel, must include analyses for SDHB, SDHC, SDHD, and VHL
Targeted genomic sequence analysis panel, solid organ neoplasm, DNA analysis, and RNA
analysis when performed, 5-50 genes (e.g., ALK, BRAF, CDKN2A, EGFR, ERBB2, KIT, KRAS,
NRAS, MET, PDGFRA, PDGFRB, PGR, PIK3CA, PTEN, RET), interrogation for sequence
variants and copy number variants or rearrangements, if performed
Targeted genomic sequence analysis panel, hematolymphoid neoplasm or disorder, DNA
analysis, and RNA analysis when performed, 5-50 genes (e.g., BRAF, CEBPA, DNMT3A, EZH2,
FLT3, IDH1, IDH2, JAK2, KRAS, KIT, MLL, NRAS, NPM1, NOTCH1), interrogation for sequence
variants, and copy number variants or rearrangements, or isoform expression or mRNA
expression levels, if performed
Targeted genomic sequence analysis panel, solid organ or hematolymphoid neoplasm, DNA
analysis, and RNA analysis when performed, 51 or greater genes (e.g., ALK, BRAF, CDKN2A,
CEBPA, DNMT3A, EGFR, ERBB2, EZH2, FLT3, IDH1, IDH2, JAK2, KIT, KRAS, MLL, NPM1,
NRAS, MET, NOTCH1, PDGFRA, PDGFRB, PGR, PIK3CA, PTEN, RET), interrogation for
sequence variants and copy number variants or rearrangements, if performed
Unlisted molecular pathology procedure

DEFINITIONS
1. Current Procedural Terminology (CPT): The most recent edition of a listing, published by the
American Medical Association, of descriptive terms and identifying codes for reporting medical
services performed by providers.
2. HUSKY A: Connecticut children and their parents or a relative caregiver; and pregnant women may
qualify for HUSKY A (also known as Medicaid). Income limits apply.
3. HUSKY B: Uninsured children under the age of 19 in higher income households may be eligible for
HUSKY B (also known as the Children’s Health Insurance Program) depending on their family
income level. Family cost-sharing may apply.
4. HUSKY C: Connecticut residents who are age 65 or older or residents who are ages 18-64 and who
are blind, or have another disability, may qualify for Medicaid coverage under HUSKY C (this includes
Medicaid for Employees with Disabilities (MED-Connect), if working). Income and asset limits apply.
5. HUSKY D: Connecticut residents who are ages 19-64 without dependent children and who: (1) do
not qualify for HUSKY A; (2) do not receive Medicare; and (3) are not pregnant, may qualify for
HUSKY D (also known as Medicaid for the Lowest-Income populations).
6. HUSKY Health Program: The HUSKY A, HUSKY B, HUSKY C, HUSKY D and HUSKY Limited
Benefit programs, collectively.
7. HUSKY Limited Benefit Program or HUSKY, LBP: Connecticut’s implementation of limited
health insurance coverage under Medicaid for individuals with tuberculosis or for family planning
purposes and such coverage is substantially less than the full Medicaid coverage.
8. HUSKY Plus Physical Program (or HUSKY Plus Program): A supplemental physical health
program pursuant to Conn. Gen. Stat. § 17b-294, for medically eligible members of HUSKY B in
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Income Bands 1 and 2, whose intensive physical health needs cannot be accommodated within
the HUSKY Plan, Part B.
9. Medically Necessary or Medical Necessity: (as defined in Connecticut General Statutes § 17b259b) Those health services required to prevent, identify, diagnose, treat, rehabilitate or
ameliorate an individual's medical condition, including mental illness, or its effects, in order to
attain or maintain the individual's achievable health and independent functioning provided such
services are: (1) Consistent with generally-accepted standards of medical practice that are
defined as standards that are based on (A) credible scientific evidence published in peerreviewed medical literature that is generally recognized by the relevant medical community, (B)
recommendations of a physician- specialty society, (C) the views of physicians practicing in
relevant clinical areas, and (D) any other relevant factors; (2) clinically appropriate in terms of
type, frequency, timing, site, extent and duration and considered effective for the individual's
illness, injury or disease; (3) not primarily for the convenience of the individual, the individual's
health care provider or other health care providers; (4) not more costly than an alternative
service or sequence of services at least as likely to produce equivalent therapeutic or diagnostic
results as to the diagnosis or treatment of the individual's illness, injury or disease; and (5) based
on an assessment of the individual and his or her medical condition.
10. Prior authorization: A process for approving covered services prior to the delivery of the service
or initiation of the plan of care based on a determination by CHNCT as to whether the requested
service is medically necessary.
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